. Comparison of main chains and side chains of N-terminal loop residues between our high-resolution (polκ-DNA-dATP*) and a previous low-resolution structure of human polκ with a flexible N-terminal fragment (PDB 3PZP). The residues in polκ-DNA-dATP* are shown as yellow and multicolored sticks and are highlighted and labelled in yellow. In this 4 structure, the template base, incoming nucleotide and Mg 2+ ions are labeled and highlighted in yellow. The residues, template (T-T dimer), incoming nucleotide, and Mg 2+ ion in 3PZP are highlighted and labelled in grey. The positional shift in the main chain of residues before Met28 is evident in the two structures. This shift moves the Lys25 away from the phosphates of the incoming nucleotide in 3PZP (in grey). A similar positional shift is also observed in the other two structures of polκ that contain the extended N-terminal loop residues: PDB 2OH2 and 3IN5 (not shown here). 3PZP was used to prepare this figure, as this structure is more complete than 2OH2 or 3IN5. Figure   3 and the equivalent lysine in EcKF are highlighted in yellow.
10 Table S1 . The +1 charged residues at the equivalent position to K25 of polκ in DNA pols. 
